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METABOLIC FLUX ANALYSIS TO ELUCIDATE THE CROSSTALK BETWEEN CARBON AND NITROGEN METABOLISM IN PLANTS

Fait Aaron

Identifying regulatory elements and the type of regulatory events in cellular processes is challenging. A major obstacle for this kind of analysis is the restricted availability of ﬂux data. Although metabolic  networks are highly redundant, the evaluation of the ﬂux load of various metabolic pathways can be achieved. That said, we lack a great deal of information on the majority of the ﬂuxes involved. In most ﬂux analysis studies, an important assumption is that of metabolic steady state. This and other simplifying assumptions can preclude its use in certain biological systems. For this reason, attempts have been made  to develop dynamic ﬂux modeling  approaches requiring fewer simplifying assumptions and being based on the accurate measurement of isotope labeling in many metabolite pools at multiple time points during an experiment. A major constraint of this strategy is its mathematical complexity and the need to determine concentration levels of metabolites. In 
addition, both ﬂux methods are limited by our current paucity of knowledge of pathway structure. In combination, these factors represent major hurdles for a broader scale ﬂux analysis; however, given the impressive recent progress in this area, it remains likely that it will evolve into an important component of metabolic network study in the next years.
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